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Homology Modeling Reference for HyperChem

This manual serves as a reference for homology modeling using the
software program HyperChem. The information contained herein
documents the user interface for revision A2 of Homology Modeling for
HyperChem. Basic familiarity with Windows concepts, techniques, and
dialog boxes (e.g., file opening and saving) is assumed; therefore, please
consult your Windows documentation if you need assistance in any of these
areas. This document is organized around the various windows (dialog
boxes) that construct the interface for Homology Modeling for HyperChem,

together with their associated menus, buttons, and fields.

Consult the HyperChem User’s Reference for general information regarding

the features, keywords, and utilities of HyperChem.



The following table lists some common tasks you might wish to perform

with the help of Homology Modeling for HyperChem, along with the

starting page number of the discussion of relevant features and/or

techniques.
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